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Technical Appendix 

Determination of Median Fluorescence Intensity (MFI) Cutoff Value 

A Bayesian mixture model was first fitted to the data for individual glycoproteins within 

each bat species using Markov chain Monte Carlo. The model was implemented in R (1) with 

code provided by Alison Peel (2) that was adapted for use with the software packages JAGS (3) 

and rjags (4). The parameters of the fit were then used to calculate the MFI at which the p value 

of being seronegative was 0.001, as well as the p value at an MFI of 200 (Figure). 

Figure. Median fluorescence intensity (MFI).  
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