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Correction: Vol. 27, No. 10
The name of author Xiaohui Wang was misspelled in Emergomyces orientalis Emergomycosis  

Diagnosed by Metagenomic Next-Generation Sequencing (D. He et al.). The article has been corrected online  
(https://wwwnc.cdc.gov/eid/article/27/10/21-0769_article).


